The mitochondrial genome of Nobia grandis Sowerby, 1839 (Cirripedia: Sessilia): the first report from the coral-inhabiting barnacles family Pyrgomatidae.
This work presents the coral-inhabiting barnacle Nobia grandis Sowerby, 1839 complete mitochondrial genome, which is the first report from the family Pyrgomatidae (Cirripedia: Sessilia). The N. grandis mitochondrial genome is 15,032 bp in length, containing a total of 469 bp of non-coding nucleotides spreading in 11 intergenic regions (with the largest region of 376 bp). Compared with the pancrustacean ground pattern, there are not less than seven tRNAs rearranged in the N. grandis mitochondrial genome. Gene overlaps are founded in eight places. Nine PCGs (COX1-3, ATP6, ATP8, CYTB, ND2, ND3 and ND6) are encoded on the heavy strand while the remaining 4 PCGs and the two rRNAs are located on the light strand. As the first representative from the family Pyrgomatidae, the N. grandis mitochondrial genome will help us to explore the evolutionary history and molecular evolution of coral barnacles and Sessilia in future studies.